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Correction to: Scientific Reports https://doi.org/10.1038/s41598-018-33731-1, published online 18 October 2018
The original version of this Article omitted an affiliation for Timothy C. Rodwell. The correct affiliations for 
Timothy C. Rodwell are listed below:
Department of Medicine, University of California, San Diego, CA, USA
The Foundation for Innovative New Diagnostics, Geneva, Switzerland.
This has now been corrected in the HTML and PDF versions of this Article.
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